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A system integrates data about gene on Web into ontology

Chung Chen Chen Cheng Yan Kao
johnson@turing.csie.ntu.edu.tw cykao@csie.ntu.edu.tw

Dept. of Computer Science and Information Engimegeri
National Taiwan University, Taiwan

Abstract
The data about gene are distributed stored in akdatabase on Internet. For example,
National Center for Biotechnology Information (NGEbllects several large-scale data
sources about gene, each data source was exportédelh by an query interface.



However, researchers on biology need an integrda¢alwarehouse instead of several
data sources. In this paper, we propose a methiodeigrate several data sources into a
data warehouse based on a frame-based ontologgvrark. A slot-filling mechanism
based on the framework is developed to extract fiata web pages and then organized
into frames. These data are stored into a datahease, and a query interface was built
for user to query data from the data warehouse.
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<b>UniGene Cluster Hs.59544</b>
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<gene>
<cluster>"CLUSTER”"</cluster>
<symbol>"SYMBOL"</symbol>
<locus>"LOCUS”"</locus>
<function>*"FUNCTION"</function>
</gene>
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<gene>
<cluster>Hs.59544</cluster>
<symbol>RCC1</symbol>
<locus>2067</locus>
<function>Endonuclease with role in nucleotidecision repair; mouse ortholog
essential protein Erccl</function>
</gene>

W= . o BechB i AR PR




